Fig. S1
. Mass spectrometry data indicating wild type ancient human p62 protein sequence detected (shaded) from SK101 petrous (insoluble pellet) fraction. a Tryptic digestion and analysis using the LTQ Orbitrap Velos. b Elastase digestion and analysis using the Orbitrap Fusion Lumos.
Fig. S2
. Schematic representation indicating ancient p62 protein sequence detected (green) or not observed (red) by mass spectrometry. Boundaries of the UBA domain (grey shading, residues 387-436) epitope recognised by the rabbit anti-p62 antibodies (boxed), Table S1 . Skeletal elements with PDB like pathological changes in six skeletons from the Norton Priory collection.
# lesions identified by macroscopic analyses $ lesions identified by a combination of radiographic and macroscopic analyses L=Left, R=Right, B=Both L and R elements, and S=Sacrum Table S6 . Primer sequences used to create the ancient SQSTM1 amplicon (all 5'-3').
SQSTM1_F GGCTTCCTTACTGTTTCGGC SQSTM1_R CCATGGACAGCATCTGGGAG SQSTM1Tail_F AACTGACTAAACTAGGTGCCACGTCGTGAAAGTCTGACAAGGCTTCCTTACTGTTTCGGC SQSTM1Tail_R AACTGACTAAACTAGGTGCCACGTCGTGAAAGTCTGACAACCATGGACAGCATCTGGGAG
